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Our laboratory is examining the profiles of microRNA
expression in ATLL cells and infected T-cell lines using
microarrays and small RNA libraries.
Microarray analysis of ATLL samples revealed 6 upre-

gulated and 21 downregulated microRNAs in ATLL
cells compared to CD4+ T-cell controls. Potential tar-
gets for deregulated microRNAs were identified by inte-
grating microRNA and mRNA expression profiles.
Current experiments are aimed at verifying these pre-
dicted microRNA-target interactions.
Mass sequencing of small RNA libraries prepared

from normal CD4+ cells and two chronically infected T-
cell lines yielded panels of known and candidate new
microRNAs for each library. Comparison of frequencies
of known microRNAs led to the identification of a small
number of microRNAs differentially expressed in both
infected cell lines compared to controls. Most of the
candidate new microRNAs were intragenic with poor
species conservation, suggesting that they might have
particular roles in human T-cell function. Two
sequences mapped to the HTLV-1 genome, suggesting
that the virus may produce its own microRNAs. Further
analyses of the new cellular and viral microRNA candi-
dates are in progress.
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