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HTLV-1a subtype, Transcontinental subgroup A as the
prevalent, grouping into two Latin America clusters.
The most frequent nucleotide substitution V19811 in the
env and the Brazilian molecular signature in TaxA were
detected. The HTLV-2a subtype, variant 2¢ (characteris-
tic of the long Tax found in Brazilian strains) was
detected in all except one isolate, as well the amino acid
change S1909P in the env region. The HTLV-2 clustered
according to geographic region and risk factors (sexual
and IDU). All sequences are in GenBank. This study con-
firmed the double entrance of HTLV-1 in Brazil, and the
presence of the Amerindian HTLV-2c in HIV-coinfected
patients. The lack, in the present study, of the prototypic

Published: 7 January 2014

Submit your next manuscript to BioMed Central
and take full advantage of:

North American HTLV-2a and HTLV-2b subtypes circu- « Convenient online submission
lating worldwide suggest the introduction of HTLV-2 « Thorough peer review
before HIV-1 in such vulnerable population of Brazil. « No space constraints or color figure charges

Support: MCT/CNPq # 481040/2007-2 and # 303545/
2012-7, CAPES, IAL # 33/07 and # 39/07), Brazil.

¢ Immediate publication on acceptance
¢ Inclusion in PubMed, CAS, Scopus and Google Scholar

* Research which is freely available for redistribution

* Correspondence: caterino@usp.br
“Centro de Imunologia, Instituto Adolfo Lutz, Secretaria de Estado da Satde Submit your manuscript at

de Sdo Paulo, Sao Paulo, SP, Brazil www.biomedcentral.com/submit
Full list of author information is available at the end of the article

( ) BioMed Central

© 2014 Magri et al; licensee BioMed Central Ltd. This is an Open Access article distributed under the terms of the Creative Commons
- Attribution License (http://creativecommons.org/licenses/by/2.0), which permits unrestricted use, distribution, and reproduction in
( Blomed Central any medium, provided the original work is properly cited. The Creative Commons Public Domain Dedication waiver (http://
creativecommons.org/publicdomain/zero/1.0/) applies to the data made available in this article, unless otherwise stated.


mailto:caterino@usp.br
http://creativecommons.org/licenses/by/2.0
http://creativecommons.org/publicdomain/zero/1.0/
http://creativecommons.org/publicdomain/zero/1.0/

	Authors’ details

