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Some genetic factors are associated with the develop-
ment of HTLV-1-associated myelopathy/tropical spastic
paraparesis (HAM/TSP). So far, there is a very few
report about familial HAM/TSP. This study aimed to
clarify the clinical features of familial HAM/TSP. We
reviewed all patients with HAM/TSP, 784 in number,
hospitalized to Kagoshima University Hospital from
1987 to 2012. Familial HAM/TSP cases (patients with
one or more HAM/TSP patients in their family) were
compared with 124 sporadic HAM/TSP cases (patients
with no other HAM/TSP patient in their family)
admitted in series for association of clinical features in
an unmatched case-control design. As a result,
40 patients (5.1%) in total 784 were familial cases. In
familial cases compared to sporadic cases, age of onset
was earlier (41.3 year old vs. 51.6 year old, P<0.001), the
number of acute progression cases was smaller
(10.0 percent vs. 28.2 percent, p=0.019), motor disability
grade was lower (4.0 vs. 4.9, p=0.043) in spite of longer
duration of illness (14.3 years vs. 10.2 years, P=0.026),
and duration between onset and time to use a wheel-
chair in daily life was longer (18.3 years vs. 10.0 years,
P=0.025) significantly. Protein in cerebrospinal fluid
(CSF) was significantly lower in familial cases (29.9 mg
vs. 42.5 mg, p<0.001). HTLV-1 provirus load, anti-
HTLV-1 antibody in serum and CSF, cells in CSF was
not significantly different. Thus, we demonstrate familial
HAM/TSP showing younger onset and slower progress
than in sporadic cases. Our results suggest that some
genetic factors might influence the incidence of familial
HAM/TSP.
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