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The polymorphism of IL28B was described as important in
the pathogenesis of infections caused by some viruses. The
aim of this research was to evaluate whether IL28B gene
polymorphisms (SNP rs8099917 and SNP rs12979860)
were associated with HAM/TSP. The study included 144
subjects were classified according to their neurological sta-
tus in two groups: Group I (60 asymptomatic HTLV-1 car-
riers) and Group II (84 HAM/TSP patients). Blood
samples were collected, and PBMC separated by Ficoll
density gradient centrifugation. DNA was extracted using a
commercial kit, and the DNA was stored at -80°C for later
analysis. After this, the proviral load was quantified, and
the rs8099917 and rs12979860 SNPs in the region of
IL28B-gene were analyzed by StepOnePlus Real-time PCR
System. A multivariate model analysis, including gender,
age, and HTLV-1 DNA proviral load, showed that IL28B
polymorphism SNP rs12979860 was not independently
associated with HAM/TSP outcome. In contrast, the SNP
rs8099917 allele GG was independently associated with
HAM/TSP outcome (OR=6.25; IC95%=1.22– 32.00).
Persons with SNP rs8099917 genotype GG may present a
distinct immune response against HTLV-1 infection. So, it
seems reasonable to suggest that a search for IL28B poly-
morphisms should be performed for all HTLV-1-infected
subjects in order to monitor their risk for disease develop-
ment; however, since this is the first description of this
finding in the literature, we should first replicate this study

with more HTLV-1-infected persons to strengthen the evi-
dence already provided by our results.
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