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Abstract
Background: The human T-cell leukemia virus type 1 (HTLV-1) Tax protein indirectly influences
transcriptional activation, signal transduction, cell cycle control, and apoptosis. The function of Tax
primarily relies on protein-protein interactions. We have previously shown that Tax upregulates
the cell cycle checkpoint proteins p21/waf1 and cyclin D2. Here we describe the consequences of
upregulating these G1/S checkpoint regulators in HTLV-1 infected cells.
Results: To further decipher any physical and functional interactions between cyclin D2 and p21/
waf1, we used a series of biochemical assays from HTLV-1 infected and uninfected cells.
Immunoprecipitations from HTLV-1 infected cells showed p21/waf1 in a stable complex with cyclin
D2/cdk4. This complex is active as it phosphorylates the Rb protein in kinase assays. Confocal
fluorescent microscopy indicated that p21/waf1 and cyclin D2 colocalize in HTLV-1 infected, but
not in uninfected cells. Furthermore, in vitro kinase assays using purified proteins demonstrated that
the addition of p21/waf1 to cyclin D2/cdk4 increased the kinase activity of cdk4.
Conclusion: These data suggest that the p21/cyclin D2/cdk4 complex is not an inhibitory complex
and that p21/waf1 could potentially function as an assembly factor for the cyclin D2/cdk4 complex
in HTLV-1 infected cells. A by-product of this assembly with cyclin D2/cdk4 is the sequestration of
p21/waf1 away from the cyclin E/cdk2 complex, allowing this active cyclin-cdk complex to
phosphorylate Rb pocket proteins efficiently and push cells through the G1/S checkpoint. These
two distinct functional and physical activities of p21/waf1 suggest that RNA tumor viruses
manipulate the G1/S checkpoint by deregulating cyclin and cdk complexes.
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Background
HTLV-1 is the etiologic agent of adult T cell leukemia
(ATL) and HTLV-1-associated myelopathy/tropical spastic
paraparesis (HAM/TSP). The transforming ability of
HTLV-1 is mainly due to the viral protein, Tax. One way in
which this has been demonstrated is through the ability of
Tax to induce tumors and leukemias in transgenic mice,
and the ability to immortalize T-cells [1,2]. Tax can also
transactivate viral genes through three 21 bp cAMP
response elements in the HTLV-1 long terminal repeat
(LTR) [3], as well as alter the transcriptional activity of several transcription factors, including NF-κB and CREB [4].
In addition, Tax targets cell cycle regulators such as p53,
cyclin dependent kinases (cdks) 4 and 6, cyclin D2, and
cdk inhibitors p21/waf1 and p16/INK4A [4-9].
Timing of the cell cycle has been shown to be tightly regulated by cyclins and their catalytic partners, cdks. These
complexes regulate the cell cycle by phosphorylating the
Retinoblastoma protein (Rb). Rb is a tumor suppressor
protein that acts by binding to proteins such as E2F, c-Abl,
and HDAC1 [10-12]. The differential phosphorylation of
Rb by cyclin/cdk complexes allows for the release of Rb
bound proteins at particular times in the cell cycle, thus
regulating the transcription of specific genes, such as cyclin E and cyclin A [13,14]. In addition, there are cyclin
dependent kinase inhibitors (CDKIs) that generally act as
negative regulators of the cell cycle by binding to cdks and
inhibiting their kinase activity.
Of particular importance is p21/waf1, a G1/S phase CDKI,
which has been shown to be overexpressed in HTLV-1
infected cells [5,6,15]. p21/waf1 expression can be
induced by the tumor suppressor protein, p53, in
response to DNA damage [16]. However, p21/waf1 can
also be induced independently of p53 [17,18]. In fact, in
HTLV-1 infected cells, it has previously been shown that
Tax transactivates p21/waf1 transcription independent of
p53 and through E2A sites close to the TATA box [5,19].
p21/waf1 differs from other cyclin/cdk inhibitors in that
it has two cyclin binding sites, one localized within the N
terminus and the other at the C terminus [20]. p21/waf1
interacts with both cyclins and cdks, in contrast to the INK
family CDKI members, which only bind to cdks [20].
Interestingly, p21/cyclin A/cdk2 and p21/cyclin E/cdk2
complexes have consistently been demonstrated to be
inhibitory complexes, whereas p21/cyclin D/cdk complexes are typically viewed as activating complexes [2124].
The observation that p21/waf1 does not always act as an
inhibitor of cyclin D/cdk complexes has been supported
by numerous publications. For example, ectopic expression of cyclin D1 has been shown to induce p21/waf1
transcription, which does not lead to cell cycle arrest, but
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rather to stabilization of the cyclin D/cdk4 complex [25].
p21/waf1 has also been shown to assist in the nuclear
localization of cyclin D/cdk complexes [22,26]. A recent
report shows that p21/waf1 inhibits cyclin D1 nuclear
export to the cytoplasm, thus providing a mechanism for
nuclear accumulation of active cyclin D/cdk4 complexes
[27]. Furthermore, p21/waf1 has been shown to act as an
assembly factor for cyclin D/cdk4 complexes [22-24,26].
LaBaer et al. [22] demonstrated that cyclin D/cdk4 complexes were unable to efficiently assemble in cells or in
vitro, but in the presence of p21/waf1, the amount of cyclin D/cdk4 complexes increased. They also reported that
only p21/waf1 and not other members of the CIP/KIP
family performed this function. Finally, contrary to results
seen with other G1 cyclin/cdk complexes, p21/waf1 is not
only involved with stabilization and transport of cyclin D/
cdk4, but also in the formation of active kinase complexes
[20,22,24,26].
Cell cycle deregulation is often a target for cancer progression, especially the shortening of the G1 interval of the cell
cycle. Importantly, in HTLV-1 infected cells, Tax has been
shown to increase cyclin D2 as well as p21/waf1 expression at the transcriptional level [5,19,28,29]. This is an
unusual circumstance in light of the fact that p21/waf1 is
traditionally thought of as an inhibitor of cell cycle progression. An alternative explanation is that p21/waf1 acts
as an assembly factor of cyclin D2/cdk associated complexes in HTLV-1 infected cells. This particular function
appears to be p21/waf1's role in forming stable and active
kinase complexes, which in turn could function to
shorten the G1 phase in HTLV-1 infected cells. It has previously been shown that the HTLV-1 Tax protein shortens
the G1 phase of the cell cycle [28,30]. Therefore, transactivation of p21/waf1 by Tax could contribute to this effect.
In this study, we demonstrated that p21/waf1 physically
associates with cyclin D2/cdk4 in a very stable and kinase
active complex. Through the use of confocal fluorescent
microscopy, we found that p21/waf1 and cyclin D2 colocalize in HTLV-1 infected cells. Furthermore, using purified proteins, we showed that p21/waf1 facilitates the
cyclin D2/cdk4 complex formation and activates the complex as well. Interestingly, when p21/waf1 was added in
combination with cyclin D2 and cdk4, inhibition of
kinase activity was not observed, whereas addition of p16/
INK4A resulted in a strong inhibition of kinase activity. In
addition, the cyclin E/cdk2 kinase activity was observed to
be dramatically increased in HTLV-1 infected cells. Therefore, understanding the functional consequence of the
association of p21/waf1 with cyclin D2/cdk complexes in
HTLV-1 infected cells will help to gain insights into the
viral mechanism of T cell transformation.
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Results
p21/waf1 and cyclin D2 are overexpressed and are in a
stable kinase active complex in HTLV-1 infected cells
Cell cycle regulatory genes are often targeted in tumorigenesis mainly due to their direct involvement in deregulating the cell cycle and increasing cell proliferation
[31,32]. In keeping with this, we have previously shown
through microarray and RNase protection analysis of
HTLV-1 infected cells, that cyclin D2 expression is upregulated [19,28]. This overexpression of cyclin D2 was Tax
dependent [28]; therefore, a control western blot showing
Tax expression in C81 (HTLV-1 infected) cells as compared to CEM (uninfected T-cells) was performed (Figure
1A). To confirm that cyclin D2 is overexpressed in HTLV1 infected cells, a western blot of cyclin D2 was done as
shown in Figure 1B. Cyclin D2 levels were increased significantly in HTLV-1 infected cells as compared to uninfected cells (Figure 1B, compare lanes 1 and 2). The levels
of cdk4, one of the major cdks that bind to cyclin D2, was
also examined, and found to be unchanged in C81 and
CEM cells (Figure 1B).

Interestingly, p21/waf1 protein levels were also increased
in HTLV-1 infected cells as shown in Figure 1B, lane 1. We
have previously shown that p21/waf1 is upregulated in
HTLV-1 infected cells, in both IL-2 dependent and IL-2
independent cells, and from ATL and HAM/TSP patient Tcells [5]. In addition, through a CREB mutant Tax clone,
CTLL (703), we have shown that the upregulation of p21/
waf1 is dependent on the CREB binding motif of Tax [5].
This up-regulation of p21/waf1 by Tax appeared to be in
conflict with the role of Tax in promoting tumorigenesis.
For this reason, the role of p21/waf1in HTLV-1 infected
cells was further investigated by determining the binding
partners of p21/waf1. Through a series of immunoprecipitations and western blots, we found that p21/waf1 was in
a stable complex with cyclin D2 and cdk4 in HTLV-1
infected cells as shown in Figure 1C. This complex was
resistant to 600 mM salt and 1% NP-40 wash conditions
(data not shown). In contrast, p21/waf1 was unable to be
detected in complex with cyclin D2/cdk4 in uninfected T
cells. Collectively, these results are in agreement with previously published work demonstrating that cyclin D2 and
p21/waf1 protein levels are dramatically increased in
HTLV-1 infected cells [5,15,28]. In addition, p21/cyclin
D2/cdk4 were found in a stable complex in HTLV-1
infected and not in uninfected cells.
Previously it was demonstrated that p21/waf1 complexed
with D type cyclins were active kinases [22,26]. These
reports, as well as our finding of a similar complex in
HTLV-1 infected cells, led us to investigate the kinase
activity of the cyclin D2/p21/cdk4 complex. Thus, in vitro
kinase assays from both C81 and CEM cells were performed using GST-Rb as a substrate. Kinase assays were
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performed three times and results of a typical experiment
are shown in Figure 1D. When immunoprecipitations
with anti-p21/waf1 were performed, a dramatic increase
in activity was observed in infected cells as compared to
uninfected cells, as seen in Figure 1D (compare lanes 3
and 4). Immunoprecipitations with anti-cdk4 and anticyclin D2 were also performed. Immunoprecipitations
from both HTLV-1 infected and uninfected cells using
anti-cdk4 and anti-cyclin D2 antibodies were able to
phosphorylate GST-Rb. However, immune complexes
obtained from HTLV-1 infected cells appeared to display
a more pronounced kinase activity (Figure 1D, compare
lanes 7 to 8 and 11 to 12). It should be noted that
immune complexes isolated with anti-cdk4 antibody
from uninfected cells were more reproducibly active,
whereas, uninfected cells repeatedly showed little or no
kinase activity from anti-cyclin D2 precipitated immune
complexes. Interestingly, HTLV-1 infected cells exhibited
higher kinase activity from the p21/waf1 immunoprecipitation than from the cyclin D2 and cdk4 immunoprecipitation (compare lane 3 to lane 7 and 11). The reason for
these differences is not known, but could result from the
cyclin D2 or cdk4 antibodies interfering with substrate
accessibility in the kinase assay. Alternatively, the antibody used for immunoprecipitation could be altering the
complex formation resulting in decreased kinase activity.
Control western blots for both cyclin D2 and cdk4 are
shown below the kinase panels in Figure 1D.
p21/waf1 and cyclin D2 co-localize in HTLV-1 infected
cells
To confirm the interaction of p21/waf1 with cyclin D2 in
HTLV-1 infected cells, co-localization studies utilizing
MT-2 (infected) and CEM (uninfected) cells were performed. Fixed cells were stained for both p21/waf1 and
cyclin D2 proteins as shown in Figure 2. Texas Red (TR)
goat anti-mouse IgG was used as the secondary antibody
for detection of p21/waf1 and fluorescein isothiocyanate
(FITC) goat anti-rabbit IgG was used as the secondary
antibody for detection of cyclin D2. In addition, TOTO-3,
a dimeric cyanine nucleic acid stain from Molecular
Probes, was utilized as a nuclear stain. Single color control
experiments were performed by using secondary antibody
with no primary antibody to determine the amount of
background staining due to non-specific binding of the
secondary antibody. Almost no background staining was
observed in the control samples (data not shown). In
both uninfected and infected cells, cyclin D2 and p21/
waf1 staining were localized primarily to the nucleus.
Nuclear stain as shown in the third panel depicted a dark
blue area that represents the nucleolus, whereas the
lighter blue staining represents the nucleoplasm. As
expected, the intensity of staining for cyclin D2 and p21/
waf1 was increased in HTLV-1 infected T-cells. When the
red α-p21/waf1, TR image and the green α-cyclin D2, FITC
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Figure 1 and cyclin D2 are overexpressed and in a stable kinase complex in HTLV-1 infected cells
p21/waf1
p21/waf1 and cyclin D2 are overexpressed and in a stable kinase complex in HTLV-1 infected cells. (A) One hundred micrograms of total cellular protein from uninfected CEM and infected C81 cells were prepared, separated by reducing
SDS-PAGE on a 4–20% gel, and blotted with anti-Tax polyclonal and anti-actin antibodies. The antigen-antibody complex was
detected with 125I-protein G. The marker is a 14C-labeled Rainbow (high molecular weight) Marker. Positions are indicated in
kiloDaltons. (B) Western blots were performed as described above using anti-cdk4 rabbit polyclonal, anti-cyclin D2 rabbit polyclonal, anti-p21/waf1 rabbit polyclonal and anti-actin goat polyclonal antibodies. (C) C81 and CEM cell extracts (3 mg) were
IPed with anti-p21/waf1 monoclonal antibody or no antibody overnight at 4°C. The complexes were precipitated with protein
A+G agarose beads and washed with TNE300 + 0.1% NP-40. Proteins were then separated by reducing SDS-PAGE on a 4–20 %
Tris-glycine gel and transferred onto a PVDF membrane. All lanes in the top panel are western blotted with anti-cyclin D2 antibody. All lanes in the bottom panel are western blotted with anti-cdk4 antibody. NS indicates non-specific bands. (D) C81 and
CEM cell extracts (3 mg) were IPed with anti-p21/waf1 mouse monoclonal, anti-cyclin D2 rabbit polyclonal, anti-cdk4 rabbit
polyclonal antibodies, or no antibody overnight at 4°C. The complexes were precipitated with protein A+G agarose beads and
washed twice with TNE300 + 0.1% NP-40, once with TNE50 + 0.1% NP-40, and twice with kinase buffer. Immune complexes
were used for in vitro kinase assays using GST-Rb as a substrate. Kinase reactions (shown in the top panels) were separated on
a 4–20 % Tris-glycine gel, dried, and exposed to a PhosphorImager cassette. Lanes 1, 5, and 9 are control lanes for C81 IPs and
lanes 2, 6 and 10 are control lanes for CEM IPs, (IPs with only protein A+G agarose beads). Lower panels are control WBs for
cdk4 and cyclin D2.
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Figure 2 and cyclin D2 colocalize in HTLV-1 infected cells
p21/waf1
p21/waf1 and cyclin D2 colocalize in HTLV-1 infected cells. Cells were fixed with 2% paraformaldehyde and stained
with rabbit polyclonal anti-cyclin D2 and mouse monoclonal anti-p21/waf1 antibodies, washed, and then stained with the secondary antibodies TR goat anti-mouse IgG and FITC goat anti-rabbit IgG. TOTO-3, a dimeric cyanine nucleic acid stain, was
used as a nuclear stain. For induction of virus, TNF-α (10 ng/ml) was added for four hours. Confocal optical sections (z = 0.5
µm) are shown in all panels. In the nuclear panel, dark blue staining represents the nucleolus, whereas the lighter blue staining
represents the nucleoplasm. The fourth column contains the merged FITC and TR channels. Arrows indicate points where
colocalization is occurring, shown as yellow coloring when the two images are merged. Experiments were repeated three
times and a representative sample from one experiment is shown.

image were merged, co-localization (depicted by the yellow coloring) could be seen mainly in the nucleoplasm of
the HTLV-1 infected cells, while no co-localization was
observed in uninfected cells.
We next induced and activated a high titer of the virus by
adding tumor necrosis factor alpha (TNF-α) to the cells.
TNF-α has been shown to induce HTLV-1 gene expression
in infected cells and Tax expressing cells in addition to
having an enhanced localization effect on the NF-κB pathway [33]. In addition, we have previously demonstrated
that TNF-α induces HTLV-1 gene expression in HTLV-1

infected cells [34]. After the addition of TNF-α, there was
an increase of co-localization of cyclin D2 and p21/waf1
in the HTLV-1 infected cells as seen in Figure 2. Co-localization was still not observed in uninfected T-cells (Figure
2). These results further confirm that p21/waf1 and cyclin
D2 are complexed together in HTLV-1 infected cells.
Cell cycle analysis of cyclin D2 and p21/waf1
p21/waf1 has been previously described as an assembly
factor for cyclin D/cdk4 complexes [22-24,26]. Therefore,
it would be expected that cyclin D2 and p21/waf1 would
be expressed at similar times in the G1 phase of the cell
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cycle. To observe the expression of cyclin D2 and p21/
waf1 during the various stages of the cell cycle, a time
course study for the expression of these proteins was performed. Cells were serum starved for 3 days (G0), stimulated with complete media, and processed every two
hours for further analysis. To verify that the majority of
cells were arrested in G0, transcription factor binding to
the cyclin A promoter was analyzed. Takahashi et al., utilizing chromatin immunoprecipitation (ChIP) assays to
examine the cyclin A promoter at various stages of the cell
cycle, demonstrated that at G0 and early G1, the cyclin A
promoter is repressed by being bound by both E2F4 and
p130 [35]. In contrast, cells that are at late G1 and S phase
do not have E2F4 or p130 present at the cyclin A promoter. Therefore, ChIP assays were performed as a control
to verify that the majority of the cells had been arrested in
G0 (Figure 3A). Chromatin from CEM and C81 cells at
both G0 and G1/S were incubated with control IgG, antiE2F4, anti-p130 and anti-p300 antibodies, and primers
for the cyclin A promoter (marker for late G1/S transcription) were used for PCR. In both infected and uninfected
cells at G0, E2F4 and p130 (G0 markers) were present at
the cyclin A promoter (Figure 3A, lanes 4, 5, 9, and 10). In
contrast, an activator of transcription, p300, was not
detected at the cyclin A promoter at G0 in either cell line.
C81 cells at G1/S, in contrast, had no p130 and a
decreased amount of E2F4 at the cyclin A promoter. In
addition, p300 was recruited to the cyclin A promoter at
the G1/S boundary. These results indicate that C81 and
CEM cells were properly arrested at G0 and subsequently
released into G1/S by addition of complete media.
Next, western blots were performed for cyclin D2 and
p21/waf1 to determine their expression levels during the
early stages of the G1 phase, as shown in Figures 3B and
3C. HTLV-1 infected cells (C81) and uninfected T-cells
(CEM) were examined along with NIH-3T3 cells, mouse
embryo fibroblasts (MEF), and human fibroblasts (HF),
as positive controls. The latter three cell lines were chosen
as positive controls since there is published time course
data on cyclin D and p21/waf1 expression in these cells as
well as high kinase activity associated with them [23,3638]. In CEM cells, cyclin D2 levels remained relatively
constant throughout the cell cycle with no distinct
induction of expression (panel 1, Figure 3B). p21/waf1 in
CEM cells was also at a low, constant, level (panel 1, Figure 3C). In C81 cells, there was an abundant amount of
both cyclin D2 and p21/waf1 as early as 4 hours post
release as seen in panel 2, Figures 3B and 3C. The presence
of low levels of both cyclin D2 and p21/waf1 in C81 cells
at 0 hours could be due to Tax expression at 0 hours (date
not shown), based on the ability of Tax to transactivate
both promoters [5,28,29]. HF cells exhibited a more gradual increase of both proteins, but levels of both p21/waf1
and cyclin D2 were significantly higher at 8 hours post
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release (panel 3, Figures 3B and 3C). MEF cells displayed
a slight induction of cyclin D2 at 4 hours, but interestingly
the cyclin D2 levels did not appear to be dramatically
upregulated until p21/waf1 was induced at 10 hours after
release (panel 4, Figures 3B and 3C). Finally, both cyclin
D2 and p21/waf1 were dramatically induced at 6 hours
post release in 3T3 cells (panel 5, Figures 3B and 3C).
Interestingly, cyclin D2 and p21/waf1 expression levels
closely mirrored each other and there was a lack of high
cyclin D2 protein expression levels until the induction of
p21/waf1 in all cell lines tested, with the exception of
CEM.
The time course study depicted times at which both proteins were co-expressed, thus providing points in the cell
cycle that could be used to assess the kinase activity of the
p21/cyclin D2 complex. Therefore, Rb phosphorylation
was examined by kinase assays performed with complexes
obtained at 4 hours post release in CEM and C81 cells and
at 6 hours post release in HF cells, where most of the initial expression of cyclin D2 and p21/waf1 proteins were
present (Figure 3D). Kinase assays were also performed
with complexes obtained at 0 hours (G0) as a negative
control. HF cells were chosen as the positive control
because they are of human origin and thus are the closest
to the human T-cell lines used in these studies. Also, p21/
waf1 associated kinase activity has previously been
reported in HF cells [23]. Following immunoprecipitations from C81 and CEM cells, dramatic p21/waf1 associated kinase activity was observed in C81 cells 4 hours post
release (Figure 3D, lanes 1). Little or no p21/waf1 associated kinase activity was observed in CEM cells at 4 hours
post release (Figure 3D, lane3). As was expected no p21/
waf1 associated kinase activity was observed at time zero
(G0) in either CEM or C81 cells (Figure 3D, lanes 2 and 4).
HF cells, as previously reported [23], demonstrated considerable kinase activity when immunoprecipitated with
anti-p21/waf1 antibody at 6 hours post release, but
showed no activity at the G0 phase, (Figure 3D, lanes 10
and 9 respectively). C81 cells immunoprecipitated with
anti-cyclin D2 antibodies also demonstrated kinase activity at 4 hours post-release and no activity during the G0
phase (lanes 5 and 6, respectively). Again, the kinase activity associated with cyclin D2 immunoprecipitated
complexes appeared to be lower than the kinase activity
associated with p21/waf1 immunoprecipitated complexes. Immune complexes obtained using anti-cyclin D2
antibody from CEM cells had no detectable kinase activity
at either the G0 phase (lane 8) or 4 hours post release (lane
7). These results indicate that in HTLV-1 infected cells at
early G1 phase (4 hours), p21/cyclin D2/cdk complexes
were kinase active. In contrast, in uninfected cells at early
G1, cyclin D2/cdk4 kinase activity was not observed. Representative control western blots for the kinase assays are
shown in Figure 3E. Interestingly, cdk4 is only found com-

Page 6 of 17
(page number not for citation purposes)

Retrovirology 2004, 1

http://www.retrovirology.com/content/1/1/6

C81

30kDa

HF
MEF

α-p130

α-p300

Control IgG

Input

α-p300

G1/S Cells

4

5

6

0h
r

4h
r

3

2h
r

6h
r

8h
r

10
hr

2

CycD2

7

8

9

10

11

D)

CycD2

C81
(4 h
r)+
C81
α -p
(0 h
21/w
r)+
af1
α -p
CE
2
M(
1/w
4 hr
af1
)
+ α
CE
M(
-p2
1/w
0 hr
af1
)+
α -p
21/w
af1
C81
(4 h
r) +
C81
α -C
(0 h
ycD
r) +
2
CE
α -C
M(
ycD
4 hr
2
)+
CE
α -C
M(
ycD
0 hr
2
)+
α -C
ycD
2
HF
(0 h
r) +
α-p
HF
21/w
(6 h
af1
r) +
α -p
21/w
af1

30kDa

α-p130

Cyc A
Cyc A

M
W

CEM

CEM

G0 Cells

1

B)

α-E2F-4

Input

Control IgG

C81

α-E2F-4

A)

CycD2

1

CycD2
CycD2

30kDa
30kDa

GST-Rb
30kDa
6

E)

20 kDa

C81

20 kDa

p21/waf1

HF

20 kDa

p21/waf1

MEF

20 kDa

3T3

20 kDa

p21/waf1

p21/waf1

p21/waf1
2

3

4

5

3

4

5

6

7

9

8

10

7

CEM

1

2

6

7

C81
(4 h
r)+
C81
α -p
(0 h
21/w
r)+
af1
α -p
CE
21/w
M(
af1
4 hr
)+
CE
α -p
M(
2
1/w
0 hr
af1
)+
α -p
21/w
C81
af1
(4 h
r) +
C81
α -C
ycD
(0 h
2
r) +
CE
α -C
M(
ycD
4 hr
2
)
+ α
CE
M(
-Cy
0 hr
cD2
)+
α -C
HF
ycD
(6 h
2
r) +
α -p
21/w
af1

5

0h
r

4

2h
r

3

6h
r

M
W

C)

2

4h
r

1

10
hr
8h
r

3T3

NS
CDK4
CycD2

NS
1

2

3

4

5

6

7

8

9

Figure
Cell
cycle
3 analysis of cyclin D2 and p21/waf1
Cell cycle analysis of cyclin D2 and p21/waf1. (A) ChIP assays were performed using G0 cells (0 hour) and G1/S cells (6
hour) as described in the methods section. Cyclin A primers, specific for cyclin A promoter positions -135 to -113 and +13 to
+33, were used to amplify DNA obtained from IPs using antibodies for E2F4, p300, and p130. PCR products were run on a 1%
agarose gel and visualized with EtBr. Lane 1 is molecular weight marker and lanes 3 and 8 are control IgG. (B) Cells were synchronized at G0 by serum starvation for three days, followed by stimulation with complete media (containing 10% heat inactivated FCS) and collected at 0, 2, 4, 6, 8, and 10 hours. One hundred micrograms of total cellular protein from CEM, C81,
human fibroblasts (HF), mouse embryonic fibroblasts (MEF), and NIH-3T3 cells were prepared, separated by reducing SDSPAGE on a 4–20% gel, and blotted with anti-cyclin D2 rabbit polyclonal Ab. The antigen-antibody complex was detected as
described in the methods section. (C) Cells were synchronized at G0 and processed as described above, with the exception
that anti-p21/waf1 rabbit polyclonal antibody was utilized for western blotting. (D) Cells were serum starved for 3 days, stimulated, and samples collected at appropriate time points. Kinase assays were performed using GST-Rb as described in the methods section. Representative results of three independent experiments are shown here. (E) Immunoprecipitations and control
western blots for part D were performed as described above. NS depicts non-specific bands.

plexed with p21/waf1 and cyclin D2 in C81 cells at 4
hours. The lack of cdk4 in p21/waf1/cyclin D2 complexes
in C81 cells at 0 hours and CEM cells at 0 and 4 hours may
explain the observed loss of activity.

Effect of purified p21/waf1 and p16/INK4A on the cyclin
D2/cdk4 complex
We next examined the effect of various purified cell cycle
complexes in an in vitro kinase assay. We first expressed
HA-tagged cdk2, cdk4, p21/waf1 wildtype (WT), p21/
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Effect
Effect of purified p21/waf1 and p16/INK4A on cyclin D2/cdk4 complex. (A) Recombinant cdk2, cdk4, cyclin E, p21/
waf1 wildtype (WT), p21/waf1 mutant in the cyclin binding site (mut), p16/INK4A, and cyclin D2 were expressed and purified
using affinity tag chromatography. Following purification an aliquot was separated on by SDS-PAGE on a 4–20% gel and silver
stained for purity. Dots (.) represent authentic cell cycle proteins (B) In vitro kinase assays with purified cyclin D2, cyclin E,
cdk4, cdk2, p16/INK4A, p21/waf1 (WT) and p21/waf1 (mut) were performed using GST-Rb as a substrate for 1 hour at 37°C
and processed as described in the methods section. One hundred nanograms of cdk4, cyclin D2, p16/INK4A, cdk2, and cyclin
E were used in the kinase assays. (C) In vitro kinase assays were performed using GST-Rb as described in the methods section.
One hundred nanograms of cdk4 and cyclin D2 were used in the kinase assays. (D) In vitro kinase assays were performed using
GST-Rb as described above. Concentrations of flavopiridol used were 10, 50, and 100 nM for lanes 2–4, respectively.

waf1 mutant in cyclin binding site (mut), p16/INK4A,
cyclin E, and cyclin D2 in insect cells, and purified them
using affinity tag (12CA5 antibodies) chromatography.
Following purification, an aliquot was separated by SDSPAGE and silver stained to demonstrate purity. Results of
a typical silver stained gel are shown in Figure 4A, where
300 ng of cdk2, cdk4, cdk2+cyclinE, p21/waf1 (WT) and
p21/waf1 (mut), as well as 100 ng of p16/INK4A and cyclin D2 were analyzed.

We next utilized various combinations of cyclin/cdk complexes to determine their activity for GST-Rb phosphorylation. As shown in Figure 4B, cdk4 and cyclin D2 alone had
no kinase activity (lanes 1 and 2). However, upon addition of a 1:1 ratio of each protein, the active complex
phosphorylated GST-Rb in vitro (lane 3). Interestingly,
upon addition of wildtype and not mutant p21/waf1, the
cyclin D2/cdk4 complex became more active (lanes 4 and
5). The active complex was completely inhibited with the
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appropriate cdk4 inhibitor, p16/INK4A (lane 6). When
examining the effect of co-expressed and purified cyclin E/
cdk2 on GST-Rb, we found ample phosphorylation by
this active kinase (lane 7). However, addition of wildtype,
but not mutant p21/waf1, appropriately inhibited the
cyclinE/cdk2 complex, implying that p21/waf1 is a true
inhibitor of this late G1/S cyclin/cdk complex. To further
examine the effects of p21/waf1 on cyclin D2/cdk4 associated kinase activity, kinase assays were performed using
various amounts of both p21/waf1 (WT) and p21/waf1
(mut) as shown in Figure 4C. Again, cdk4 and cyclin D2
alone exhibited no kinase activity (lane 1 and 2), but
when both purified proteins were present, kinase activity
was observed (lane 3). An increase in kinase activity in the
presence of p21/waf1 (WT) was observed (lane 4).
Interestingly, the kinase activity continued to increase
when greater amounts of p21/waf1 (WT) protein were
added to the reaction (lanes 5 and 6), whereas the p21/
waf1 (mut) protein did not have the same effect (lanes 7,
8, and 9). It is important to note that wildtype p21/waf1
has two cyclin binding motifs, one at the N- and the other
at the C- terminus [20]. p21/waf1 (mut) is mutated at the
N-terminus and is therefore still able to bind to cyclins
through the C-terminus, making this protein a possible
transdominant mutant.
Finally, to define an inhibitor that effectively inhibited
cyclin D2 associated kinase activity, we used the chemical
cdk inhibitor flavopiridol, an inhibitor of various cyclin/
cdk complexes with a low IC50 (Figure 4D). Flavopiridol
was used at 10, 50, and 100 nM concentrations and an
efficient 50% inhibition of the cyclin D2/cdk4 kinase
complex was observed at 50 nM (lane 3). Collectively,
these results imply that the cyclin D2/cdk4 complex can
further be activated by p21/waf1 and that effective inhibition of this complex can be achieved using chemical cdk
inhibitors such as flavopiridol.
Increased levels of cyclin E/cdk2 kinase activity in HTLV-1
infected cells
Cyclin E is expressed late in the G1 phase after cyclin D
expression and functions to further phosphorylate Rb, as
well as other substrates such as histone H1 [13,14]. p21/
waf1, when complexed with cyclin E/cdk2, inhibits this
phosphorylation and thus slows cell cycle progression.
One theory as to why p21/waf1 is often found in cyclin D/
cdk complexes is that cyclin D functions to sequester p21/
waf1 away from cyclin E/cdk2 complexes [24,39]. In
HTLV-1 infected cells there was a dramatic increase in cyclin D2 levels, which could serve to efficiently sequester the
high amounts of p21/waf1 away from cyclin E/cdk2.

http://www.retrovirology.com/content/1/1/6

HTLV-1 infected cells. As can be seen in Figure 5A, similar
levels of both cdk2 and cyclin E were observed in both cell
types. Furthermore, a series of immunoprecipitations and
western blots were performed to determine if cyclin E
could be found in complex with p21/waf1. We were unable to detect p21/waf1 in complex with cyclin E in both
infected and uninfected cells (data not shown); although
cyclin E can be detected in a complex with p21/waf1 in
both infected and uninfected cells after gamma-irradiation [34]. Next, the levels of cyclin E/cdk2 associated
kinase activity in HTLV-1 infected cells (C81) and uninfected cells (CEM) was investigated. In vitro kinase assays
were performed using cyclin E immunoprecipitates and
histone H1 as a substrate. Cdk2, but not cdk4 nor cdk6
can specifically phosphorylate histone H1. Various
incubation times were used to demonstrate both the efficiency and the difference in kinase activity. As can be seen
in Figure 5B, there were higher levels of cyclin E/cdk2
kinase activity in HTLV-1 infected cells as compared to
uninfected cells (compare lanes 1, 2, and 3 to lanes 4, 5,
and 6). At 45 minutes of incubation, HTLV-1 infected cells
showed dramatic cyclin E/cdk2-associated kinase activity,
as compared to uninfected T-cells (Figure 5B, compare
lanes 3 and 6). Importantly, the levels of the substrate,
histone H1, were similar in lanes 3 and 6, as shown by the
Coomassie blue staining in the lower panel in Figure 5B.
Figure 5C shows the relative levels of kinase activity,
where HTLV-1 infected cells exhibited 3 to 5 times more
cdk2 kinase activity than uninfected cells.
To verify that the observed increase in cyclin E/cdk2
kinase activity in HTLV-1 infected cells was not limited to
one cell line, another set of T-cells was examined. Similar
results were obtained using H9 (uninfected) and Hut 102
(infected) cells. A representative kinase assay using these
additional cell lines is shown in Figure 5D. Again,
increased cdk2 kinase activity was observed in HTLV-1
infected cells (compare lanes 2 and 3 with 5 and 6). These
results therefore suggest that the increased cdk2 activity
observed is not limited to a single set of infected cells and
rather is an observation applicable to most HTLV-1
infected cells.
Based on these results, the difference in cyclin E/cdk2
activity is not due to differences in cdk2 or cyclin E protein
levels, as seen in Figure 5A. Rather the sequestration of
p21/waf1 by cyclin D2/cdk4 away from cyclin E/cdk2
complexes could explain these results. These data also
suggest that the cyclin E/cdk2 complex is far more active
in HTLV-1 infected cells and therefore can modulate the
G1/S boundary with higher efficiency as compared to
uninfected cells.

To investigate this hypothesis, western blots of both cyclin
E and cdk2 were first performed to determine if there were
equal amounts of protein expressed in uninfected and
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Figure 5 levels of cyclin E/cdk2 kinase activity in HTLV-1 infected cells
Increased
Increased levels of cyclin E/cdk2 kinase activity in HTLV-1 infected cells. (A) Seventy-five micrograms of total cellular
protein from CEM and C81 cells were prepared, separated by SDS-PAGE on a 4–20% Tris-glycine polyacrylamide gel, and blotted with anti-cyclin E rabbit polyclonal antibody or anti-cdk2 rabbit polyclonal antibody. (B) C81 and CEM cells extracts (3 mg)
were IPed with anti-cyclin E polyclonal antibody overnight at 4°C. The complexes were precipitated with protein A+G agarose
beads, washed with TNE600 + 0.1% NP-40 twice, and then with kinase buffer twice. The IP's were then used for in vitro kinase
assays using histone H1 as a substrate and varying incubation times of 5, 30 and 45 minutes at 37°C. Kinase reactions were
processed as described in the methods section. The bottom panel shows a coomassie blue staining of the gel. (C) Relative
amounts of kinase activity as determined using the ImageQuant software. (D) Kinase assays were performed as described
above using histone H1 as the substrate. H9 are uninfected T-cells and Hut 102 are HTLV-1 infected cells.

Discussion
G1 cell cycle regulators are often targets for deregulation in
cancers [40-43]. Cyclin D is upregulated in many cancers,
including breast cancer, and its role is to increase cellular
proliferation, thus correlating with a poor prognosis. Conversely, the role of p21/waf1 is less clear-cut when it
comes to tumorigenesis. In colon cancer, p21/waf1
expression, along with cyclin D1, correlated with patient
survival [44]. In gastric carcinoma, the loss of p21/waf1

indicated poor outcome, whereas Erber et al. [45] showed
that in 42 squamous cell carcinomas of the head and
neck, increased p21/waf1 expression predicted poor disease outcome. In breast cancer, there have been conflicting results. High p21/waf1 levels have been seen as both
a negative and positive prognostic marker [46]. Therefore,
it can be concluded that while the role of cyclin D in
cancer progression and prognosis is well defined, the role
of p21/waf1 is not entirely clear.
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In addition to cancer, the cyclin Ds and p21/waf1 are
often seen deregulated in viral infections. For instance,
cyclin D2 is upregulated in Epstein-Barr virus (EBV)
infected cells [47,48] and cyclin D1 is upregulated in Simian virus 40 (SV40) transformed cells [49]. p21/waf1
expression is altered in Hepatitis C Virus (HCV) [50], EBV
[51], Hepatitis B Virus (HBV) [18], and Cytomegalovirus
(CMV) infected cells [52]. In HCV infections, the NS5A
protein represses transcription of p21/waf1 [50], whereas
in CMV infected cells, p21/waf1 is targeted at the protein
level for degradation [52]. On the other hand, in EBV [51]
and HBV infections [18], p21/waf1 has been shown to be
up-regulated at the transcriptional level. It is interesting to
note that EBV and HBV, both of which have increased
p21/waf1 levels, are associated with the cancers, Burkitt's
lymphoma and hepatocellular carcinoma, respectively
[53,54]. The observation that p21/waf1 is upregulated in
virally induced cancers has been puzzling investigators for
years. In this present work, a mechanism to explain the
importance of p21/waf1 for viruses has been elucidated.
Many oncogenic viruses contain a viral protein, such as
the SV40 T antigen and human papillomavirus (HPV) E6
and E7 proteins, which aid in tumorigenesis by altering
cell cycle progression. HTLV-1 Tax has been shown to
have a profound effect on the cell cycle, through a variety
of mechanisms. Tax has been shown to induce hyperphosphorylation of Rb [55] as well as transactivate the
E2F-1 promoter [56]. Therefore, it is not surprising that
Tax can shorten the G1 phase of the cell cycle with an early
onset of cdk2 kinase activity [28,30]. Tax also has the ability to increase cdk4 associated kinase activity in HTLV-1
infected cells by binding to p16/INK4A, resulting in the
inability of p16/INK4A to effectively inhibit cyclin D/
cdk4,6 complexes [57,58]. The interaction of Tax with
p16/INK4A does not fully account for the increased activity of cyclin D/cdk4,6 complexes, because cells null for
p16/INK4A expression retain increased cdk4 kinase activity [55,56]. More recently, Tax has also been shown to be
able to directly bind to cdk4, resulting in increased cyclin
D/cdk4 associated kinase activity [59,60].
We propose an additional mechanism in which Tax can
function to alter cell cycle progression, through the upregulation of both p21/waf1 and cyclin D2, promoting the
formation of highly active kinase complexes. Our laboratory and others have shown that in HTLV-1 infected cells
and Tax expressing cells, cyclin D2 and p21/waf1 levels
are
upregulated
through
Tax
transactivation
[5,15,19,28,29]. The role of cyclin D2 in promoting tumorigenesis is easily understood as it functions to phosphorylate Rb. It therefore follows that if there are more active
cyclin D2/cdk4 complexes available to phosphorylate Rb,
the faster the cell can progress through the G1 phase of the
cell cycle. The role of p21/waf1, on the other hand, is less
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easily understood and seems to be in conflict with the
tumorigenic role of Tax. As an inhibitor of cyclin/cdk
complexes it would be expected that p21/waf1 would
slow down the cell cycle or even cause a G1/S block. During preparation of this manuscript, Kawata et al. [61] published a report showing the importance of p21/waf1 for
Tax-mediated transformation. They showed that when
p21/waf1 was co-expressed with Tax in Rat-1 fibroblasts,
colony formation in soft agar was increased. In addition,
they also showed that p21/waf1 protects Tax expressing
Rat-1 cells from apoptosis. This recent paper highlights
the importance of p21/waf1 in the transformation and
survival of cells. Our study of p21/waf1 has led to an
alternative view of p21/waf1 as an activator/assembly factor, rather than a traditional cdk inhibitor in HTLV-1
infected cells, providing an additional explanation for Tax
mediated overexpression of p21/waf1 in infected cells.
When p21/waf1 is complexed with cyclin D2 it can be
viewed as a positive regulator of the cell cycle. p21/waf1
accomplishes this in a variety of ways. One is by acting as
an assembly factor for cyclin D2/cdk complexes. Our time
course studies depicted a pattern of cyclin D2 levels not
being fully induced until p21/waf1 protein expression
was observed. These data support the hypothesis that p21/
waf1 acts as an assembly factor for cyclin D2/cdk complexes in HTLV-1 infected cells. Furthermore, it has been
shown that the cyclin Ds are less stable than other cyclins
and thus need p21/waf1 to bring them into a stable complex with cdks [24,26]. This is further supported by the
fact that p21/cyclin D2/cdk4 are in a stable complex in
HTLV-1 infected cells. By confocal fluorescent microscopy, we demonstrated that p21/waf1 and cyclin D2 colocalize, adding another layer of certainty that the p21/
cyclin D2/cdk complex functions as a single unit.
By stabilizing cyclin D2/cdk4 complexes, p21/waf1
becomes associated with the active form thus allowing
cyclin D2/cdk4 to efficiently phosphorylate Rb. This is
shown in HTLV-1 infected cells by the dramatic kinase
activity associated with p21/waf1 as compared to little or
no kinase activity associated with p21/waf1 in uninfected
cells. In vitro kinase assays using purified proteins confirm
this data, where cyclin D2/cdk-associated kinase activity
was increased upon the addition of WT p21/waf1. Conversely, in the presence of mutant p21/waf1 protein, the
kinase activity of the cyclin D2/cdk4 complex was
decreased. A model depicting the control of cdk4 activity
is shown in Figure 6A. This model illustrates that cdk4
alone will exhibit no kinase activity, but when its cyclin
binding partner is bound, the complex will become kinase
active. Interestingly, in uninfected T-cells we could detect
very little cyclin D2-associated kinase activity, but cdk4
kinase activity was more robust. This could be possibly
due to the fact that in uninfected T-cells, cyclin D3 is the
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phase complexes in HTLV-1 infected cells allow for the increased phosphorylation of Rb and faster proActive p21/cyclin D2/cdk4 complexes in HTLV-1 infected cells allow for the increased phosphorylation of Rb
and faster progression into the S phase. (A) Relative activity associated with cdk alone, cdk complexed with cyclin D2,
and the cyclin D2/cdk/p21 complex, in both HTLV-1 infected and uninfected cells. (B) Diagram of the mechanism in which
HTLV-1 alters the cell cycle in order to cause transformation. Tax transactivates both p21/waf1 and cyclin D2, which form a
ternary complex with cdk4. This complex functions to phosphorylate Rb as well as to sequester p21/waf1 away from cyclin E/
cdk2 complexes. Cyclin E/cdk2 complexes are thus free to further phosphorylate Rb and other cdk2 substrates. The net effect
is the increased phosphorylation of Rb and other cdk substrates allowing the cell to enter the S phase more rapidly.

major D type cyclin [28]. Therefore, it is possible that
most of the cdk4 kinase activity is associated with cyclin
D3 in uninfected T-cells, whereas in HTLV-1 infected cells
the cdk4 kinase activity is associated with cyclin D2. However, in infected cells, cyclin D2/cdk activity is optimal
when p21/waf1 is found in this complex.
It has been suggested that p21/waf1 only acts as an inhibitor of cyclin D/cdk4 complexes when there is more than
one p21/waf1 bound [24]. Harper et al. [62] found that
inactive cyclin/cdk complexes contain more than one

molecule of p21/waf1. Indeed, in HTLV-1 infected cells,
upon the induction of DNA damage with gamma-irradiation, new p21/waf1 is synthesized and a decrease in
kinase activity is seen [5]. Furthermore, Haller et al. [59]
showed that Tax binds to cyclin D2, D3 and cdk4, resulting in increased cdk4 kinase activity and the ability to
overcome the inhibitory effects of p21/waf1. This was
shown by transfections of cyclin D2, cdk4 and p21/waf1
into 293 cells. While inhibition of cdk4 kinase activity was
demonstrated by the transfection of p21/waf1 in the
absence of Tax, it is possible that the amount of p21/waf1
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being expressed in these transfected cells exceeds the ratio
of p21/waf1 to cyclin D when p21/waf1 would act as an
assembly factor. A western blot of p21/waf1 before transfection demonstrated that almost no p21/waf1 was
expressed in 293 cells. In addition, p16/INK4A levels, the
major cdk4 inhibitor, were not taken into account. Therefore, the combination of endogenous p16/INK4A and the
high levels of transfected p21/waf1 in the 293 cells could
explain the decrease in cdk4 kinase activity observed. In
the case of HTLV-1 infected cells with no DNA damage
and untransfected conditions, both p21/waf1 and cyclin
D2 are overexpressed. This allows for a scenario where the
p21/cyclin D2 ratio has not changed, rather only the
abundance of the complex has increased.
Another important consequence of the interaction of p21/
waf1 with cyclin D2 is the sequestration of p21/waf1 away
from cyclin E/cdk2 complexes [22,24,26,39]. The
increased cyclin E/cdk2 associated kinase activity
observed in HTLV-1 infected cells versus uninfected cells
supports this theory. This is important since the cyclin E/
cdk2 and cyclin D/cdk complexes phosphorylate different
sites on Rb and thus have distinct functions in the progression of the cell cycle [63]. The phosphorylation of Rb by
cyclin D/cdk4 complexes allows the release of the transcription factor, E2F, from Rb bound complexes. E2F is
then free to bind to the cyclin E promoter and activate
transcription of cyclin E. Cyclin E is expressed late in the
G1 phase and helps to regulate the transition into the S
phase. Cyclin D knockout mice can be rescued by a cyclin
E "knockin", demonstrating that cyclin E is a major downstream target of cyclin D1 [64]. This also shows that activation of cyclin E is pertinent to transition from G1 to the
S phase. The role of cyclin E/cdk2 in cell cycle progression
goes beyond phosphorylating Rb. The complex has been
shown to inhibit p27/Kip1 action by phosphorylation of
p27/Kip1 as well as to activate the transcription factor
E2F5, again by a phosphorylation mechanism [14]. Thus
the sequestration of p21/waf1 by cyclin D/cdk complexes
prevents inhibition of cyclin E/cdk2, allowing the phosphorylation and altered activity of multiple cell cycle regulators, Rb and histone H1 in particular. These altered
activities influence the rate in which the infected cell can
proceed through the G1 phase of the cell cycle.
Cereseto et al. [65] proposed that HTLV-1 infected cells
have constitutive cyclin E/cdk2 activity due to limiting
amounts of p27/Kip1. While this may contribute to the
increased cyclin E/cdk2 kinase activity seen in HTLV-1
infected cells, the large amounts of p21/waf1 present in
HTLV-1 infected cells argues against this being the most
responsible factor. p21/waf1 is a potent inhibitor of cyclin
E/cdk2 complexes and without another molecular sink
(i.e., cyclin D/cdk complexes), p21/waf1 would inhibit
cyclin E/cdk2 in HTLV-1 infected cells. There may be yet
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another contribution to the increased cyclin E/cdk2 activity observed in HTLV-1 infected cells. We have observed
Tax in complex with cdk2 [66]. We obtained these results
using anti-Tax polyclonal antibodies and not the standard
TAb monoclonal antibodies available to many of us.
Therefore, we suspect that Tax complexed with cyclin E/
cdk2 may increase its activity. Although we have no formal evidence to support this, future studies are aimed at
examining the kinase activity of this potential cyclin E/
cdk2/Tax complex.

Conclusions
In summary, our results demonstrate that p21/cyclin D2/
cdk4 complexes are important in the transformation of
HTLV-1 infected cells. The abundance of p21/cyclin D2/
cdk4 complexes in infected cells has the effect of shortening the G1 phase of the cell cycle. This is accomplished
through increased phosphorylation of Rb, promoting earlier entry into the S phase. The abundance of active p21/
cyclin D2/cdk4 complexes, combined with cyclin E/cdk2
complexes free of p21/waf1, allows for a further increase
in phosphorylation of Rb and other cdk substrates. A
model depicting the increase in cell cycle progression
occurring in HTLV-1 infected cells is shown in Figure 6B.
A shorter G1 phase of the cell cycle allows cells less time to
repair any possible mutations that have occurred, providing an additional mechanism by which HTLV-1 is capable
of promoting transformation. Further study on the role of
p21/waf1 and cyclin D2 in HTLV-1 infected cells will
allow us to gain a more thorough understanding of how
the virus manipulates the cell cycle in order to cause
transformation.

Methods
Cell culture
MT-2, Hut 102 and C8166 (C81) are HTLV-l infected Tcell lines, whereas CEM (12D7) and H9 are uninfected
human T-cell lines established from patients with T-cell
leukemia [67,68]. All cells were grown in RPMI 1640 containing 10% fetal bovine serum (FBS), 1% L-glutamine,
and 1% streptomycin/penicillin. G0 synchronization for
mouse embryo fibroblasts (MEF), NIH-3T3 and primary
human fibroblasts (HF) cells was performed as previously
described [36,38,69]. Briefly, cells were brought to 95 %
confluency, washed, and cultured in serum-free DMEM
for 3 days. To stimulate cells DMEM plus 10% heat inactivated fetal calf serum (HIFCS) was added. Samples were
then processed every two hours using the scraping
method. For G0 synchronization in CEM and C81 cells,
cells were washed and cultured in serum-free RPMI 1640
for 3 days and samples were subsequently induced to
enter the cell cycle by addition of 10% HIFCS. Samples
were processed every two hours for western blots and
kinase assays.
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Cell extract preparation, antibodies and immunoblotting
Whole cell extracts were prepared as previously described
[28]. Anti-cyclin E (M-20) rabbit polyclonal, anti-p21/
waf1 (187) mouse monoclonal, anti-p21/waf1 (C-19)
rabbit polyclonal, anti-cdk4 (H-303) rabbit polyclonal,
and anti-cyclin D2 (C-17) rabbit polyclonal antibodies,
were purchased from Santa Cruz Biotechnology. Anticdk2 (06–505) rabbit polyclonal antibody was obtained
from Upstate Biotechnology. Anti-Tax rabbit polyclonal
antibody was a kind gift from Dr. Scott Gitlin. Western
blots were performed as previously described [28].
Immunoprecipitation
A total of 2–3 mg of cellular proteins and 5 µg of appropriate antibody (anti-cyclin E, D2, cdk4 or p21/waf1)
were used. Samples were rotated overnight at 4°C and the
next day protein A and protein G agarose beads (Oncogene Research Products/Calbiochem catalog IP05) were
added. This mixture was rotated for 90 minutes at 4°C.
Samples were washed twice in the appropriate TNE buffer
plus 0.1% NP-40 and once in TNE50 (100 mM Tris-HCl
[pH 8.0], 50 mM NaCl, 1 mM EDTA) plus 0.1% NP-40.
Complexes were analyzed by reducing SDS-PAGE on a 4–
20% Tris-glycine gel.
Kinase assays
Cell extracts were immunoprecipitated (IP) overnight
with the appropriate antibody. Protein G and protein A
agarose beads were added to IPs and rotated for 2 hrs at
4°C. IPs were washed twice with the appropriate TNE
buffer, once with TNE50 + 0.1% NP-40, and twice with
kinase buffer (50 mM HEPES, 10 mM MgCl2, 5 mM
MnCl2, 1 mM DTT, 50 mM NaF, 0.2 mM Na3VO4 and one
complete tablet of protease cocktail inhibitor/ 50 ml
buffer). The appropriate substrate was added (GST-Rb aa
379–791 or histone H1, 200–400 ng) to each tube, with 1
µl of [γ32P]-ATP (3000 Ci/mmol). Reactions were incubated at 37°C for 1 hour and stopped by the addition of
15 µl of 2X SDS sample buffer. The samples were separated by reducing SDS-PAGE on a 4–20% Tris-glycine gel.
Gels were stained with Coomassie blue, destained, and
then dried for 2 hr. Following drying, they were exposed
to a PhosphorImager cassette and analyzed utilizing
Molecular Dynamic's ImageQuant Software. In vitro
kinase assays with purified HA-tagged cyclin D2, cyclin E,
cdk4, cdk2, p16/INK4A and p21/waf1 were performed for
1 hour at 37°C and processed as indicated above.
Immunofluorescent staining
Poly L-Lysine slides (LabScientific, Inc.) were autoclaved
and placed in large dishes with 5 × 106 cells overnight. The
next day 10 ng/ml tumor necrosis factor-α (TNF-α) was
added to appropriate plates for 4 hours, washed, and fresh
media added for overnight incubation. Slides were then
washed twice with D-PBS without Mg2+ and Ca2+. Cells
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were fixed overnight with 2% paraformaldehyde. The next
day, cells were permeabilized for 10 minutes with 0.2%
Triton X-100 in D-PBS without Mg2+ and Ca2+. Slides were
then washed with D-PBS without Mg2+ and Ca2+ and
blocked for 10 minutes with 10% bovine serum albumin
(BSA). The primary antibody, (1:200 dilution) in 10%
BSA, was added and incubated for one hour, in the dark,
at 37°C. Primary antibodies used were mouse monoclonal anti-p21 (187) and rabbit polyclonal anti-cyclin
D2 (C-17) from Santa Cruz. Slides were then washed
three times with D-PBS plus 300 mM NaCl and 0.1% Triton X-100 for 3 minutes. Secondary antibodies (1:50), in
10% BSA, were added and the slides were again incubated
for 1 hour, in the dark at 37°C. Secondary antibodies used
were fluorescein isothiocyanate (FITC)-goat anti-rabbit
IgG and Texas Red (TR)-goat anti-mouse IgG from Santa
Cruz. The previous washes were repeated. Slides were then
incubated at room temperature for 20 minutes with 2 µM
of TOTO-3, a dimeric cyanine nucleic acid stain from
Molecular Probes, for nuclear staining. Slides were
washed briefly with H2O and the excess liquid was
removed. Prolong anti-fade (Molecular Probes) was
added to the slides to prevent photo-bleaching. After drying the coverslips were sealed.
Confocal laser scanning microscopy
Slides were viewed with a Bio-Rad MRC1024 confocal
laser scanning microscope (Center for Microscopy and
Image Analysis, George Washington University) using the
60 × objective. Optical sections were taken using z-dimensions between 0.5–1.0 µm. Pictures were produced using
Adobe Photoshop 5.0 and Bio-Rad plug-ins.
Chromatin immunoprecipitation analysis (ChIP)
We performed ChIP using a modification of previously
published methods [70,71]. Approximately 5×107 cells
were grown on 175-cm2 flasks and cross-linked by addition of formaldehyde (1% final concentration). Crosslinking was allowed to proceed at room temperature for
10 min and was terminated by the addition of glycine
(final concentration 0.125 M). Cells were washed with
PBS three times. Next, cells were collected by centrifugation and were rocked in buffer containing 50 mM HEPES
(pH 7.5), 140 mM NaCl, 1 mM EDTA, 10% glycerol, 0.5%
NP-40, 0.25% Triton X-100, and protease inhibitors (1
mM AEBSF, 1 mM benzamidine, 50 µg/ml TLCK, 50 µg/
ml TPCK, 10 µg/ml aprotinin, 1 µg/ml leupeptin, 1 µg/ml
pepstatin A) at 4°C for 10 min. Cells were collected by
centrifugation at 4000 rpm for 10 min and the resulting
pellet was resuspended in 200 mM NaCl, 1 mM EDTA, 0.5
mM EGTA, 10 mM Tris (pH 8), and protease inhibitors
and incubated 10 min at room temperature. Nuclei were
collected by centrifugation at 4000 rpm for 10 min, resuspended in sonication buffer (1 mM EDTA, 0.5 mM EGTA,
10 mM Tris at pH 8, and protease inhibitors), and soni-
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cated on ice for 10 cycles to obtain an average DNA length
of 500 to 1200 bp. Chromatin was pre-cleared with a mixture of protein A and protein G agarose (blocked previously with 1 mg/ml salmon sperm DNA and 1 mg/ml
BSA) at 4°C for 10 min, three times. Pre-cleared chromatin was incubated with 50 µl of antibody in TE buffer containing 1% Triton X-100, 0.1% sodium deoxycholate
(DOC), and protease inhibitors at 4°C overnight. Next,
40 µl of a 30% slurry of blocked protein A/G agarose was
added and immune complexes were recovered. Immunoprecipitates were washed seven times with RIPA buffer
(0.5 M LiCl, 50 mM HEPES at pH 7.5,1 mM EDTA, 1%
NP-40, 0.7% DOC, and protease inhibitors). Pellets were
resuspended in 100 µl of TE and incubated at 55°C for 1.5
hr with 10 µg each of RNAse A and proteinase K. Crosslinks were reversed by incubating samples at 65°C for 4
hrs and samples were extracted with phenol:chloroform
and ethanol precipitated. Pellets were resuspended in 20
µl of H2O and assayed by semi-quantitative PCR. Thirty
cycles of PCR were performed in 25 µl with 5 µl of immunoprecipitated material, 10 pmole of cyclin A primers (135 to -113 for the 5'primer and +13 to +33 for the 3'
primer), and 0.125 units of Taq DNA polymerase. Finally,
PCR products were electrophoresed on 1% agarose gels
and visualized.

8.

Competing interests

15.

4.
5.

6.

7.

9.
10.

11.
12.
13.
14.

None declared.

Authors' contributions
KK carried out many of the biochemical studies, performed the confocal microscopy and drafted the manuscript. LD performed kinase assays. CD and KS
participated in the immunoassays. KW, AM, and SB participated in the design of the study. RR gave valuable help
with the confocal microscopy. AP, MEB, and FK participated in the design and coordination of the study. All
authors read and approved the final manuscript.

Acknowledgements
This work was supported in part by NIH grants AI44357, AI43894, and the
Alexandria and Alexander Sinsheimer foundation grant to FK. Both Fatah
Kashanchi and Maria Elena Bottazzi are senior co-authors on the present
manuscript. We would like to thank Scott Gitlin (University of Michigan,
Ann Harbor) for the kind gift of the anti-Tax polyclonal Ab.

References
1.

2.

3.

Grassmann R, Berchtold S, Radant I, Alt M, Fleckenstein B, Sodroski
JG, Haseltine WA, Ramstedt U: Role of human T-cell leukemia
virus type 1 X region proteins in immortalization of primary
human lymphocytes in culture. J Virol 1992, 66:4570-4575.
Grossman WJ, Kimata JT, Wong FH, Zutter M, Ley TJ, Ratner L:
Development of leukemia in mice transgenic for the tax
gene of human T-cell leukemia virus type I. Proc Natl Acad Sci U
S A 1995, 92:1057-1061.
Mesnard JM, Devaux C: Multiple control levels of cell proliferation by human T-cell leukemia virus type 1 Tax protein. Virology 1999, 257:277-284.

16.
17.
18.

19.

20.
21.
22.
23.
24.
25.

26.

Jeang KT: Functional activities of the human T-cell leukemia
virus type I Tax oncoprotein: cellular signaling through NFkappa B. Cytokine Growth Factor Rev 2001, 12:207-217.
de la Fuente C, Santiago F, Chong SY, Deng L, Mayhood T, Fu P, Stein
D, Denny T, Coffman F, Azimi N, Mahieux R, Kashanchi F: Overexpression of p21(waf1) in human T-cell lymphotropic virus
type 1-infected cells and its association with cyclin A/cdk2. J
Virol 2000, 74:7270-7283.
Cereseto A, Diella F, Mulloy JC, Cara A, Michieli P, Grassmann R,
Franchini G, Klotman ME: p53 functional impairment and high
p21waf1/cip1 expression in human T-cell lymphotropic/
leukemia virus type I-transformed T cells. Blood 1996,
88:1551-1560.
Pise-Masison CA, Radonovich M, Sakaguchi K, Appella E, Brady JN:
Phosphorylation of p53: a novel pathway for p53 inactivation
in human T-cell lymphotropic virus type 1-transformed cells.
J Virol 1998, 72:6348-6355.
Pise-Masison CA, Mahieux R, Jiang H, Ashcroft M, Radonovich M,
Duvall J, Guillerm C, Brady JN: Inactivation of p53 by human Tcell lymphotropic virus type 1 Tax requires activation of the
NF-kappaB pathway and is dependent on p53
phosphorylation. Mol Cell Biol 2000, 20:3377-3386.
Neuveut C, Jeang KT: Cell cycle dysregulation by HTLV-I: role
of the tax oncoprotein. Front Biosci 2002, 7:d157-63.
Magnaghi-Jaulin L, Groisman R, Naguibneva I, Robin P, Lorain S, Le Villain JP, Troalen F, Trouche D, Harel-Bellan A: Retinoblastoma protein represses transcription by recruiting a histone
deacetylase. Nature 1998, 391:601-605.
Nevins JR: The Rb/E2F pathway and cancer. Hum Mol Genet
2001, 10:699-703.
Welch PJ, Wang JY: A C-terminal protein-binding domain in
the retinoblastoma protein regulates nuclear c-Abl tyrosine
kinase in the cell cycle. Cell 1993, 75:779-790.
Sherr CJ: Cancer cell cycles. Science 1996, 274:1672-1677.
Ewen ME: Where the cell cycle and histones meet. Genes Dev
2000, 14:2265-2270.
Akagi T, Ono H, Shimotohno K: Expression of cell-cycle regulatory genes in HTLV-I infected T-cell lines: possible involvement of Tax1 in the altered expression of cyclin D2, p18Ink4
and p21Waf1/Cip1/Sdi1. Oncogene 1996, 12:1645-1652.
el-Deiry WS, Tokino T, Velculescu VE, Levy DB, Parsons R, Trent JM,
Lin D, Mercer WE, Kinzler KW, Vogelstein B: WAF1, a potential
mediator of p53 tumor suppression. Cell 1993, 75:817-825.
Kim WH, Kang KH, Kim MY, Choi KH: Induction of p53-independent p21 during ceramide-induced G1 arrest in human
hepatocarcinoma cells. Biochem Cell Biol 2000, 78:127-135.
Park US, Park SK, Lee YI, Park JG: Hepatitis B virus-X protein
upregulates the expression of p21waf1/cip1 and prolongs G1->S transition via a p53-independent pathway in human
hepatoma cells. Oncogene 2000, 19:3384-3394.
de la Fuente C, Deng L, Santiago F, Arce L, Wang L, Kashanchi F:
Gene expression array of HTLV type 1-infected T cells: Upregulation of transcription factors and cell cycle genes. AIDS
Res Hum Retroviruses 2000, 16:1695-1700.
Ball KL: p21: structure and functions associated with cyclinCDK binding. Prog Cell Cycle Res 1997, 3:125-134.
Chang F, McCubrey JA: P21(Cip1) induced by Raf is associated
with increased Cdk4 activity in hematopoietic cells. Oncogene
2001, 20:4354-4364.
LaBaer J, Garrett MD, Stevenson LF, Slingerland JM, Sandhu C, Chou
HS, Fattaey A, Harlow E: New functional activities for the p21
family of CDK inhibitors. Genes Dev 1997, 11:847-862.
Zhang H, Hannon GJ, Beach D: p21-containing cyclin kinases
exist in both active and inactive states. Genes Dev 1994,
8:1750-1758.
Sherr CJ, Roberts JM: CDK inhibitors: positive and negative
regulators of G1-phase progression. Genes Dev 1999,
13:1501-1512.
Hiyama H, Iavarone A, LaBaer J, Reeves SA: Regulated ectopic
expression of cyclin D1 induces transcriptional activation of
the cdk inhibitor p21 gene without altering cell cycle
progression. Oncogene 1997, 14:2533-2542.
Cheng M, Olivier P, Diehl JA, Fero M, Roussel MF, Roberts JM, Sherr
CJ: The p21(Cip1) and p27(Kip1) CDK 'inhibitors' are essential activators of cyclin D-dependent kinases in murine
fibroblasts. Embo J 1999, 18:1571-1583.

Page 15 of 17
(page number not for citation purposes)

Retrovirology 2004, 1

27.
28.

29.

30.
31.
32.
33.

34.

35.
36.

37.

38.

39.

40.

41.
42.

43.

44.

45.
46.

Alt JR, Gladden AB, Diehl JA: p21(Cip1) Promotes cyclin D1
nuclear accumulation via direct inhibition of nuclear export.
J Biol Chem 2002, 277:8517-8523.
Santiago F, Clark E, Chong S, Molina C, Mozafari F, Mahieux R, Fujii
M, Azimi N, Kashanchi F: Transcriptional up-regulation of the
cyclin D2 gene and acquisition of new cyclin-dependent
kinase partners in human T-cell leukemia virus type 1infected cells. J Virol 1999, 73:9917-9927.
Huang Y, Ohtani K, Iwanaga R, Matsumura Y, Nakamura M: Direct
trans-activation of the human cyclin D2 gene by the oncogene product Tax of human T-cell leukemia virus type I.
Oncogene 2001, 20:1094-1102.
Lemoine FJ, Marriott SJ: Accelerated G(1) phase progression
induced by the human T cell leukemia virus type I (HTLV-I)
Tax oncoprotein. J Biol Chem 2001, 276:31851-31857.
Collins K, Jacks T, Pavletich NP: The cell cycle and cancer. Proc
Natl Acad Sci U S A 1997, 94:2776-2778.
Fernandez PL, Jares P, Rey MJ, Campo E, Cardesa A: Cell cycle regulators and their abnormalities in breast cancer. Mol Pathol
1998, 51:305-309.
Cowan EP, Alexander RK, Daniel S, Kashanchi F, Brady JN: Induction of tumor necrosis factor alpha in human neuronal cells
by extracellular human T-cell lymphotropic virus type 1 Tax.
J Virol 1997, 71:6982-6989.
Wang L, Deng L, Wu K, de la Fuente C, Wang D, Kehn K, Maddukuri
A, Baylor S, Santiago F, Agbottah E, Trigon S, Morange M, Mahieux R,
Kashanchi F: Inhibition of HTLV-1 transcription by cyclin
dependent kinase inhibitors. Mol Cell Biochem 2002, 237:137-153.
Takahashi Y, Rayman JB, Dynlacht BD: Analysis of promoter binding by the E2F and pRB families in vivo: distinct E2F proteins
mediate activation and repression. Genes Dev 2000, 14:804-816.
Zhu X, Ohtsubo M, Bohmer RM, Roberts JM, Assoian RK: Adhesion-dependent cell cycle progression linked to the expression of cyclin D1, activation of cyclin E-cdk2, and
phosphorylation of the retinoblastoma protein. J Cell Biol 1996,
133:391-403.
Roovers K, Davey G, Zhu X, Bottazzi ME, Assoian RK: Alpha5beta1
integrin controls cyclin D1 expression by sustaining mitogenactivated protein kinase activity in growth factor-treated
cells. Mol Biol Cell 1999, 10:3197-3204.
Bottazzi ME, Zhu X, Bohmer RM, Assoian RK: Regulation of
p21(cip1) expression by growth factors and the extracellular
matrix reveals a role for transient ERK activity in G1 phase.
J Cell Biol 1999, 146:1255-1264.
McConnell BB, Gregory FJ, Stott FJ, Hara E, Peters G: Induced
expression of p16(INK4a) inhibits both CDK4- and CDK2associated kinase activity by reassortment of cyclin-CDKinhibitor complexes. Mol Cell Biol 1999, 19:1981-1989.
Aaltomaa S, Lipponen P, Ala-Opas M, Eskelinen M, Syrjanen K, Kosma
VM: Expression of cyclins A and D and p21(waf1/cip1) proteins in renal cell cancer and their relation to clinicopathological variables and patient survival. Br J Cancer 1999,
80:2001-2007.
Balasubramanian S, Ahmad N, Jeedigunta S, Mukhtar H: Alterations
in cell cycle regulation in mouse skin tumors. Biochem Biophys
Res Commun 1998, 243:744-748.
DeMuth JP, Jackson CM, Weaver DA, Crawford EL, Durzinsky DS,
Durham SJ, Zaher A, Phillips ER, Khuder SA, Willey JC: The gene
expression index c-myc x E2F-1/p21 is highly predictive of
malignant phenotype in human bronchial epithelial cells. Am
J Respir Cell Mol Biol 1998, 19:18-24.
Said TK, Moraes RC, Singh U, Kittrell FS, Medina D: Cyclin-dependent kinase (cdk) inhibitors/cdk4/cdk2 complexes in early
stages of mouse mammary preneoplasia. Cell Growth Differ
2001, 12:285-295.
Holland TA, Elder J, McCloud JM, Hall C, Deakin M, Fryer AA, Elder
JB, Hoban PR: Subcellular localisation of cyclin D1 protein in
colorectal tumours is associated with p21(WAF1/CIP1)
expression and correlates with patient survival. Int J Cancer
2001, 95:302-306.
Erber R, Klein W, Andl T, Enders C, Born AI, Conradt C, Bartek J,
Bosch FX: Aberrant p21(CIP1/WAF1) protein accumulation
in head-and-neck cancer. Int J Cancer 1997, 74:383-389.
Tsihlias J, Kapusta L, Slingerland J: The prognostic significance of
altered cyclin-dependent kinase inhibitors in human cancer.
Annu Rev Med 1999, 50:401-423.

http://www.retrovirology.com/content/1/1/6

47.

48.

49.

50.
51.

52.
53.
54.

55.

56.

57.

58.

59.

60.

61.

62.

63.
64.
65.

66.

Spender LC, Cornish GH, Rowland B, Kempkes B, Farrell PJ: Direct
and indirect regulation of cytokine and cell cycle proteins by
EBNA-2 during Epstein-Barr virus infection. J Virol 2001,
75:3537-3546.
Cannell EJ, Farrell PJ, Sinclair AJ: Epstein-Barr virus exploits the
normal cell pathway to regulate Rb activity during the
immortalisation of primary B-cells. Oncogene 1996,
13:1413-1421.
Watanabe G, Howe A, Lee RJ, Albanese C, Shu IW, Karnezis AN, Zon
L, Kyriakis J, Rundell K, Pestell RG: Induction of cyclin D1 by simian virus 40 small tumor antigen. Proc Natl Acad Sci U S A 1996,
93:12861-12866.
Ghosh AK, Steele R, Meyer K, Ray R, Ray RB: Hepatitis C virus
NS5A protein modulates cell cycle regulatory genes and
promotes cell growth. J Gen Virol 1999, 80 ( Pt 5):1179-1183.
Chen W, Huang S, Cooper NR: Levels of p53 in Epstein-Barr
virus-infected cells determine cell fate: apoptosis, cell cycle
arrest at the G1/S boundary without apoptosis, cell cycle
arrest at the G2/M boundary without apoptosis, or unrestricted proliferation. Virology 1998, 251:217-226.
Chen Z, Knutson E, Kurosky A, Albrecht T: Degradation of
p21cip1 in cells productively infected with human
cytomegalovirus. J Virol 2001, 75:3613-3625.
Rapicetta M, Ferrari C, Levrero M: Viral determinants and host
immune responses in the pathogenesis of HBV infection. J
Med Virol 2002, 67:454-457.
Hirai H, Roussel MF, Kato JY, Ashmun RA, Sherr CJ: Novel INK4
proteins, p19 and p18, are specific inhibitors of the cyclin Ddependent kinases CDK4 and CDK6. Mol Cell Biol 1995,
15:2672-2681.
Neuveut C, Low KG, Maldarelli F, Schmitt I, Majone F, Grassmann R,
Jeang KT: Human T-cell leukemia virus type 1 Tax and cell
cycle progression: role of cyclin D-cdk and p110Rb. Mol Cell
Biol 1998, 18:3620-3632.
Lemasson I, Thebault S, Sardet C, Devaux C, Mesnard JM: Activation of E2F-mediated transcription by human T-cell leukemia virus type I Tax protein in a p16(INK4A)-negative T-cell
line. J Biol Chem 1998, 273:23598-23604.
Suzuki T, Kitao S, Matsushime H, Yoshida M: HTLV-1 Tax protein
interacts with cyclin-dependent kinase inhibitor p16INK4A
and counteracts its inhibitory activity towards CDK4. Embo J
1996, 15:1607-1614.
Iwanaga R, Ohtani K, Hayashi T, Nakamura M: Molecular mechanism of cell cycle progression induced by the oncogene product Tax of human T-cell leukemia virus type I. Oncogene 2001,
20:2055-2067.
Haller K, Wu Y, Derow E, Schmitt I, Jeang KT, Grassmann R: Physical interaction of human T-cell leukemia virus type 1 Tax
with cyclin-dependent kinase 4 stimulates the phosphorylation of retinoblastoma protein. Mol Cell Biol 2002, 22:3327-3338.
Li J, Li H, Tsai MD: Direct binding of the N-terminus of HTLV1 tax oncoprotein to cyclin-dependent kinase 4 is a dominant
path to stimulate the kinase activity. Biochemistry 2003,
42:6921-6928.
Kawata S, Ariumi Y, Shimotohno K: p21(Waf1/Cip1/Sdi1) Prevents Apoptosis as Well as Stimulates Growth in Cells
Transformed or Immortalized by Human T-Cell Leukemia
Virus Type 1-Encoded Tax. J Virol 2003, 77:7291-7299.
Harper JW, Elledge SJ, Keyomarsi K, Dynlacht B, Tsai LH, Zhang P,
Dobrowolski S, Bai C, Connell-Crowley L, Swindell E, et al.: Inhibition of cyclin-dependent kinases by p21. Mol Biol Cell 1995,
6:387-400.
Zarkowska T, Mittnacht S: Differential phosphorylation of the
retinoblastoma protein by G1/S cyclin-dependent kinases. J
Biol Chem 1997, 272:12738-12746.
Geng Y, Whoriskey W, Park MY, Bronson RT, Medema RH, Li T,
Weinberg RA, Sicinski P: Rescue of cyclin D1 deficiency by
knockin cyclin E. Cell 1999, 97:767-777.
Cereseto A, Washington Parks R, Rivadeneira E, Franchini G: Limiting amounts of p27Kip1 correlates with constitutive activation of cyclin E-CDK2 complex in HTLV-I-transformed Tcells. Oncogene 1999, 18:2441-2450.
Wu K, Bottazzi ME, de la Fuente C, Deng L, Gitlin SD, Maddukuri A,
Dadgar S, Li H, Vertes A, Pumfery A, Kashanchi F: Protein profile
of tax-associated complexes. J Biol Chem 2004, 279:495-508.

Page 16 of 17
(page number not for citation purposes)

Retrovirology 2004, 1

67.
68.

69.

70.
71.

http://www.retrovirology.com/content/1/1/6

Miyoshi I, Kubonishi I, Yoshimoto S, Shiraishi Y: A T-cell line
derived from normal human cord leukocytes by co-culturing
with human leukemic T-cells. Gann 1981, 72:978-981.
Sodroski JG, Goh WC, Rosen CA, Salahuddin SZ, Aldovini A, Franchini G, Wong-Staal F, Gallo RC, Sugamura K, Hinuma Y, et al.: transActivation of the human T-cell leukemia virus long terminal
repeat correlates with expression of the x-lor protein. J Virol
1985, 55:831-835.
Bottazzi ME, Buzzai M, Zhu X, Desdouets C, Brechot C, Assoian RK:
Distinct effects of mitogens and the actin cytoskeleton on
CREB and pocket protein phosphorylation control the
extent and timing of cyclin A promoter activity. Mol Cell Biol
2001, 21:7607-7616.
Orlando V, Strutt H, Paro R: Analysis of chromatin structure by
in vivo formaldehyde cross-linking. Methods 1997, 11:205-214.
Parekh BS, Maniatis T: Virus infection leads to localized hyperacetylation of histones H3 and H4 at the IFN-beta promoter.
Mol Cell 1999, 3:125-129.

Publish with Bio Med Central and every
scientist can read your work free of charge
"BioMed Central will be the most significant development for
disseminating the results of biomedical researc h in our lifetime."
Sir Paul Nurse, Cancer Research UK

Your research papers will be:
available free of charge to the entire biomedical community
peer reviewed and published immediately upon acceptance
cited in PubMed and archived on PubMed Central
yours — you keep the copyright

BioMedcentral

Submit your manuscript here:
http://www.biomedcentral.com/info/publishing_adv.asp

Page 17 of 17
(page number not for citation purposes)

