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gene expression and cell cycle dysregulation. Vast differ-
ential cellular gene expression changes have been docu-
mented in the presence of Tax. We have performed
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characterized the resulting changes into seven categories
according to the absence or presence of transcriptional
machinery and core chromatin remodeling complex
components RNA polymerase II (Pol II), CREB, BRG1,
NFxB, and Tax, on the HTLV-1 long terminal repeat
(LTR). Our data set suggests that gene expression regu-
lation upon infection results in activation, de-repression,
suppression (elongation block), suppression (block in
factor occupancy), suppression (initiation block) and
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