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Background
XMRV is a gammaretrovirus first identified in prostate
tissues of prostate cancer(PC) patients and later in the
blood cells of patients with Chronic Fatigue Syndrome
(CFS). Since its discovery there have been controversial
reports of detection in both PC and CFS. Although
XMRV is thought to use XPR1 for cell entry, it infects
A549 cells that do not express XPR1, suggesting usage
of other receptors or co-receptors. The aim of the study
was to determine receptor and co-receptor usage to elu-
cidate the mode of entry, transmission, infectivity of
XMRV in different cell types and to determine cellular
tropism.

Methods
To study the usage of different receptors and co- receptors
that could play a role in XMRV infection of lymphoid cells
and GHOST (GFP- Human osteosarcoma) cells expressing
CD4 along with different chemokine receptors including
CCR1, CCR2, etc., were infected with XMRV. Culture
supernatants and cells were tested for XMRV replication
using real time quantitative PCR.

Results
Infection and replication of XMRV was seen in a variety
of GHOST cells, LNCaP, DU145, A549 and Caski cell
lines. The levels of XMRV replication varied in different
cell lines showing differential replication in different cell
lines. However, replication in A549 which lacks XPR1
expression was relatively high. XMRV replication varied
in GHOST cell lines expressing CD4 and each of the co-
receptors CCR1 – CCR8 and Bob.

Conclusion
XMRV replication was observed in GHOST cells that
express CD4, and each of the chemokine receptors ran-
ging from CCR1- CCR8 and Bob suggesting that infectiv-
ity in hematopoietic cells could be mediated by use of
these receptors. Infection of Lung epithelial cell A549 lack-
ing XPR1 expression clearly indicates usage of other
receptors by XMRV for entry into susceptible cells.

Acknowledgements
The findings and conclusions in this abstract have not been formally
disseminated by the Food and Drug Administration and should not be
construed to represent any Agency determination or policy.

Published: 6 June 2011

doi:10.1186/1742-4690-8-S1-A224
Cite this article as: Setty et al.: XMRV: usage of receptors and potential
co-receptors. Retrovirology 2011 8(Suppl 1):A224.

Submit your next manuscript to BioMed Central
and take full advantage of: 

• Convenient online submission

• Thorough peer review

• No space constraints or color figure charges

• Immediate publication on acceptance

• Inclusion in PubMed, CAS, Scopus and Google Scholar

• Research which is freely available for redistribution

Submit your manuscript at 
www.biomedcentral.com/submit

* Correspondence: Mohan.Haleyurgirisetty@fda.hhs.gov
Center for Biologics Evaluation and Research, Food and Drug Administration,
Bethesda, MD, 20892, USA

Setty et al. Retrovirology 2011, 8(Suppl 1):A224
http://www.retrovirology.com/content/8/S1/A224

© 2011 Setty et al; licensee BioMed Central Ltd. This is an open access article distributed under the terms of the Creative Commons
Attribution License (http://creativecommons.org/licenses/by/2.0), which permits unrestricted use, distribution, and reproduction in
any medium, provided the original work is properly cited.

mailto:Mohan.Haleyurgirisetty@fda.hhs.gov
http://creativecommons.org/licenses/by/2.0

	Background
	Methods
	Results
	Conclusion
	Acknowledgements

